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Runtime Comparison of OA, LEAP and GraphSigTime vs. Database Size
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~ 42 mins

~ 9 mins

S. Ranu, A. Singh. “GraphSig: A Scalable Approach to Mining Significant Subgraphs in Large Graph Databases”
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GraphSig Results
AIDS Database

GraphSig

Parameters

3-azido-thymidine (AZT)
Most used medicine for 
controlling HIV virus.

Leukemia Database

GraphSig

Parameters

•Only difference is presence of 
Antimony (Sb) and Bismuth (Bi)

•May lead chemists to try other 
metals from same group

•Sb & Bi cannot be mined using 
other techniques.
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Data Mining

Automated extraction of implicit information.
Discovery of previously unknown patterns.
Analysis of databases of chemical compounds.
Allows chemists to:

Predict behavior of new compounds.
Identify compounds with wanted properties.

Allows pharmacists to:
Create drugs using significant substructures.
Classify compounds as active or inactive.

Of Chemical Compounds

Summary
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Thank You

Questions?
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